[Variation of gene at the apolipoprotein C III locus with the changes of serum lipid profile in school-aged children].
The variation of gene at the apolipoprotein C III locus with the changes of serum lipids in children was studied. Blood samples were collected from 308 normal children aged 7-11 year-old, including of 151 boys and 157 girls. The levels of serum lipids profile, including TC, TG, LDL-C, HDL-C, apoB, apoA I and Lp(a) were detected. The genome DNA was extracted from blood clot, then ApoB-Xba I gene polymorphism were tested by the PCR-RFLP method. The frequency of ApoC III-Sac I heterozygote(+/-) was 48.7%, homozygote (+/+) was 7.5%, and allele (+) was 31.8% of the 308 children. The frequency of allele(+) was more than the reports in Shanghai (12%) and Guassian (6%), and closed to the Japanese (34%). The results showed a population and ethnic difference in the inheritance variation. Comparing the serum lipids levels among different genotypes, the average TG levels of homozygotes(+/+) were more than wildtype (-/+)(1.06 mmol/L vs 0.85 mmol/L, P < 0.05). The frequency of(+/+) genotype in hypertriglyceridemia group was more than control group (30.0% vs 6.7%, P < 0.05); The allele(+) could increase the TG level of 0.031 mmol/L. It suggested that the variation of Apolipoprotein C III-Sac I locus was correlated with the TG level in children.